
Table S9. summary of sequences and ASVs in 89 samples

Datasets
Total (N=89 
samples)

Mean by 
sample

Standard 
deviation

Paired reads in ASV table 1,514,746 17,019 11,604
Paired sequences in ASV table (no 
mitochondria and chloroplasts) 1,440,874 16,189 11,132
Number of ASVs 20,783 380 387
Number of ASVs (no mitochondria 
and chloroplasts) 20,331 369 376
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